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F Appendix 61
PURCHASE ORDER
INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE
Supplier 1 LIFELINE DIAGNOSTICS SUPPLIES, INC, P.C. No. : GIAE-PO-2022-06-0641
' = : UNE 24, 2022
1225 QUEZON AVE., BRGY. STA CRUZ, QUEZON CITY Date : ’
Address : i
TIN : Mode of Pracurement : P8
Gentlemen:
Please furnish this Office the following articles subject to the terms and conditions contained herein:
Place of Delivery : Metrology Building Delivery Term : 9uch
Date of Delivery : Payment Term ;
Stock/
Property | Unit Description Quantity Unit Cost Amount
No.
1 unit 14,000,000.00 14,000,000.00
SUPPLY, DELIVERY, INSTALLATION AND COMMISSIONING OF
ONE (1} UNIT NEXT-GENERATOR SEQUENCER
ITEM DESCRIPTION
CATALOG O, (Flzase see uttoched Technicor Spocifications
T TiseqSystem T T T e
tincludes the following:
1. lumins Reagents for System Validation
f Ona {1} kit PHX Controt va, Catalog No.
FC-130~3001 »
- One {1} kit MiSeq Reagent Kit v3 (600
cycles), Catatog Mo, MS-102-3003
2. illumina Reagents for Tralning Purposes
= One (1) kit Hlumina® DNA Prep, (M)
; Tagmentation (8¢ samples), Catatog No.
20018705 -
i - One (1) kit Nextera™ DNA €D indexes
{86 Indexes, 96 samples), Cataloy No.
Rvin ! 20018708
$Y-410-2003 H Two (2} kits MiSeq Reagent Kit v3 (600
cycles), Catalog No., MS-102-3003
f > One {1} kit PhX Controf va, Catalog No,
E FC-130-30071
! 3. Throe(3)years BasaSpace Sequence Hub
f Professional Annusat Subscription
4. One {1} lluming Analytics Starter Pach -
1000 iCredits
5. Annual Preventive Maintenance per
warranty year
6. One {1} unit of Uninterruptible Power
Suppty, 2kvA
’ 7. One {1} unit of Automatic Voltage Regutator,
e T —
N ]
| CATALOGNG. ! {Pleose see ottached Technical Specy: s} j tPHP) | QUAKTISY
T e ety | oy | au
itving
| FC110-3001 _j_ PhiX Controtl va ; FOC 2 j
AN , Humina® DNA Prep, {M} Tagmentation =2 foC | 1
20060060 | samples, 1Py !
e e e =
LN Hiumina™ Dia Prep, (M) Tagmentation {96 Foc | 1
20060059 samples, iPB) :
T e e e e et S e SRUR SR
M | Nextera™ DNA €D Indexes 124 Indougs, 21 i foc F "
20018707 samples) | it
wn ! Nextera™ DNA £D indexes (95 indexes, 96 | o | i '
L 20018708 | samples) . i
y .l.LM.;q_ 1 e — =l ; m_...;_»._. 3
M5-102-2003 | MitSeq Reagent Kis vz {00 cycies) | fOC 2 i
Terms and Conditions:
WARRANTY Theee (3) vears on parts and service under normal LSk
INSTALLATION To be installed on-site by an fllumina trained ang certified Service Engineer
TRAMNIMG Ta be conducted an-site by an Hiumina trained and centified Applications Specialist
I

L
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Appendix 61
PURCHASE ORDER
INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE
Supplier : - LIFELINE DIAGNOSTICS SUPPLIES, INC, P.0. No. ; GIAE-PO-2022-06-0641
1225 QUEZON AVE,, BRGY. STA CRUZ, QUEZON CITY Date : JUNE 24, 2022
Address :
TIN : _|Mode of Procurement : PR
Gentlemen:
Please furnish this Office the following articles subject to the terms and conditions contained herein:
Place of Delivery : Metrology Building Delivery Term : 90CD
Date of Delivery : Payment Term : _J
Stock/
Property Unit Deseription Quantity Unit Cost Amount
No.
MiSeq™ System (SY«410-1003)
Focused power. Speed and simplicity for targeted
reseguencing and small-genome sequencing,
Product Highlights
* Exceptional data quality
- High-guality data demonstrated -
through peer-reviewed, scientific
camparison
® Simple, intuitive instru ment workflow
= Highly automated system features a simpte, easy-to-use instrument interface
*  Fast turnaround time
- Rapid sequencing and variant detection for time-critical studies
*  Bxtensive suite of applications
- Adjustable read fength and flow celf options provide ultimate flexibility across a broad
range of applications
MiSeq System Specifications
L T hammeter T T T — ]
; Instrument configuration RFID tracking for consumables
I | MiSeq Controt Software
Z"" e ] B _h____i_{.ocal Ru.n Manager Software = =
instrument control computer (internal) ¢ Base unit: intel Core i7-2710Q€ 2.10 GH2 Py
Memory: 16 GB RAM
t Hard drive: 750 68
Dperating environmant | OPSratng system: Windows Tembeddedstandard |
Operating environment Temperature; 22°C+ 3°¢C
| Humidity: Noncondensing 20%-209
|' Altitude: Less than 2000 m (6,500 ft)
Alr quality: Pollution degree rating of it
Ventilation: Maximum of 1,364 BTU/h [
For Indoor Use Onty |
Y 530am, 660 ity
Dimensions WaxDxH: 82.6 cm K 56.5 con x 523em (27.0inx22.3 Inx 20.6 n)
Weight: 57.2 kg (126 ibs) |
Power requirements " |- CL2E Welgh: 93.6 kg (206 10s) S
| Power requirements 100-280 VAC 3t 50/60 Hz, 104, 460w T T
Radio frequency identifier (RFID) Frequency: 13,88 tMi
g e AR | POWER 100 MW
Praduct aatety and LHmiphiance VL certitied iEC 61010-1
i CE marked
e e JFC,C/EWEISVSEM s .
o, Computer specifications ore subject to chonge,
MiSeq System Sequencing Workflow
1. Ubrary Preparation
- Add sequencing adapters and prepare libraries for sequencing
2. Sequencing
! - Transfer libraries to the flow ceil and sequence
3. Data Analysis
- Process/annotate data, Feport genomic varlants on-instrument
4. Final Results
- Interpret and report biological context
| J
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PURCHASE ORDER

INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE

Appendix 61

Supplier: LIFELINE DIAGNOSTICS SUPPLIES, INC.

P.O.No.:

1225 QUEZON AVE., BRGY. STA CRUZ, QUEZON ciTy
Address ;

GIAE-PO-2022-06-0641

Date :

TIN :

Mode of Procurement : PB

JUNE 24, 2022

Gentlemen:

Please furnish this Office the following articles subject to the terms and conditions contained herein:

Place of Delivery :
Date of Delivery

Metrology Building

Delivery Term : 90Cp
Payment Term :

Stock/
Property
No.

Unit Description

Quantity Unit Cost

Amount

System Workflow and Applications

e S S e

e Featyre N

e e

Descripgigr -

e W2
S —— ——

Easlest and simplest integrateg
workfiow -

| singi, integrated Instrument

Single instrument parforms clonal
and data analysis {e.p. basecslling,
and reporting}

Instrument footprint less than
space

Na need for dedicated ancillary amplification system or
computiaghT inflastructur e

amplification, seguencing,
alignament, vartant calaling,

two square feet of banchtop

Shartest hands-on Hime

-

& %

B U S

[ Paitedsend Gpabiity

f _ |

~# hour total turnaround time from purified DNA to direct variant
reporting with less than 30 minutes totat hands-on time

&8

15 minutes hands-on time and 88 minutes tatal fibrary prep

time with Nextera XT

15 minutes hands-gn tima for run set up (amplification, pired-

end sequencing)

1 hour on-instrument cluster generation

3 hoyr en-instrument sequencing run (1 x 36 bp read length)
auronhstwm_entanafvs's@r,variantmiwr&ma IO
s-free, complately automated, an-Instrument paired-end

sequencing

Support up to 2 x 300 bp read length

Highest cutput .

Upte 15 Gb of high-quality data pa.s;}ng filter per 2 x 300 bp
run

Most accurate dats quality

-

|

Accurate varant detaction enabled by proven Sequencing by Synthesis
{588} chemistry

Competitive nuclestide addition with a praprietary reversible
terminator technology aliows for highiy acourate sequencing -
even through homaopolymerie regions, S85 chamistry is the
demanstrated leadar in diata accuracy

Widest application Haxibility

*

.
o 22

Fully optimized, highly multipiexen sample prep fo rtargetad
rasequeancing

Flexibife ang simple integrated solution for targeted
Fesequencing spanning hundreds to thousands of base paies
With muttiplexing, Rrepare >147,000 amphicvens in a single day
{95 samples x 1535 smplicons per sample 147,456 amplicons
total) ¥
Call variants In >147.000 amplicons in two days using standard
lak equipment

All oligo designs, reagents, and support provided directly from
llumina withaut researcher having to use a 37 party for ofinos :

|
|
i
i

L

|
.i
i
i

e e —

| Widest appllication flexibility amaong all benchtop sequencers

Figxible amplicon sizes ~ smaller to znghle custom panei

support for FFRE, and larger to take advantage of 2 x 300 bp

read lengths supported on the MiSeq system

Multiplexed amplicon samples, designed for human and non- ;
|

human genomes, can be loaded directly onte the MiSeq
without further manipulation

Variable length amplicon sequencing spanning hundreds to
thausands of base pairs H
Greater than 25 million reads per single-¢nd run enable smail
RNA sequencing ang assay method development

Greater than 15 Gb of output allows multiplexed seguencing of
virat and bacteda! genomes in a single run

Greater than 4,045 peer-reviewed publications using TruSeq
reversible terminator-basad sequencitg by synthesis chemistry
Cost effective, flexible options for sequencing runs with sraaller

e s et st et e

amount of sumples using MiSeq Micre and Nano Kitsv2,
1 ]
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Appendix 61
PURCHASE ORDER
INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE

Supplier :  LIFELINE DIAGNOSTICS SUPPLIES, INC. P.0. No.: GIAE-PO-2022-06-0641

1225 QUEZON AVE., BRGY. STA CRUZ, QUEZON CITY Date:; JUNE 24, 2022
Address : |
TIN : Mode of Procurement : P8
Gentlemen:

Please furnish this Office the following articles subject to the terms and conditions contained herein:
Place of Delivery : Metrology Building ' Delivery Term : 90cD
Date of Delivery Payment Term : —

Stock/
Property | Unit Description Quantlty Unit Cost Amount
No.

Cluster Generation and Sequencing

"___ 3 __]___ .__ . M___yEggie_'a_gen_t Kitvz_ __ - T fmi"Seq l{eagantiﬁt v’é”“'i
ReadLength | 1x 3665 | " 3x35 bp ] 2xis0bp | 3x2508p T Fi756p [ Zx300bp |
Toelime | cahrs T SSShes T gang —otws | ~Fihs | é.éhrs.__J
-Quiput | 540610 b | 750850 Mb | 455.1 6B [ 73856k | 33386b | 1321565 |

) ~ MiSeq Reagent Kitv2 Micro | M@giﬁz_agg@_@_vwaﬂgﬂ ]
Readlength | " 7T Toxisobp 2x250bp | 2x150bn
Fomﬁ@ - AU BTN . T/ T
Output 1~ 1266 500Mb__t 300 Mb

Reads or Clusters Passing Filter™

“*Install specifications based on Hlumina PhiX control fibrary at supported cluster densities {865-965 kfmm?
clusters passing fliter for v chemistry and 1200-1400 k.mm? clusters passing filter for v3 chemistry}. Actual
performance parameters may vary based on sample type, sample quality, and clusters passing filter,

Quality Scores™

;M MiSe Rearent Kit v3 A I . MiSeq Reaent kit v3

1.230% bases higher than O30 at 1 x 36 by e, 2B3% bases higher than \Q30at2x75bp —
-290% bases higher than G303t 2x28bp ~{-270% bases higher than O30 at2x 3006 4
| 2E0% bases hither than Q30 2t 2x 156 bp ~ " | el

| 275% bases hizher than Q30 at 2 x 360 bp ™ el T —
A quality score {Qescore) Is a prediction of the probabliity of an ercor in base calling. The percentage of bases >
Q30 is averaged across the entire run,

Extensive Applications
*  MiSeq System offers a cast-effective alternative to sequencing by capillary electrophoresis and
qPCR for applications such as:
o Targeted resequencing
@ Clone checking
Amgplicon sequencing
o RNA expression
¢ Local Run Manager Software and BaseSpace Sequence Hub offer optimized analysis workflows

for:
o Small Genome Sequencing
¢ 168 Metagenomics
©  RNA Sequencing
o Targeted Resequencing
©  Preimplantation Genetic Screening (PGS)

@ Highly multiplexed applications such as AmpliSeq™ for lfiumina
*  Adjustable read lengths, flow cel} options, and choice of single or palred-end reads allow
unprecedented flexibility for matching data output to a broad range of experimental needs.

|

S —— T-MTEEE Rz;gemkim'r MEq R:ag;;ﬁt;IB T MiSeq ReagT«:n{ T ‘hXi;e;?Te"aget;r
U iy 55 ol KMo Jizvmane__.J
L. SingleReads 12-15 milllon 22-25million | " "4 miltion . 1 million

| .. Paired-End Reads | —.24 = 30 million .44 - 50 mitlion ! 8 million___ __f 2 milllon i
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INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE

Appendix 6,

Supplier:  LIFELINE RIAGNOSTICS SUPPLIES, INC.

P.O. No. :

GIAE-PO-2022-06-0641

1225 QUEZON AVE., BRGY, 5TA CRUZ, QUEZON iy
Address ;

o

TIN :

Date :

Mode of Procurement ; pg

TUNE 24,3003

Gentlemen:

Please furnish this Cifice the following articles subject to the terms and conditions ontained herein:

I‘Hce of Delivery :
Date of Delivary

Metrology Building

Delivery Term 30Ch
Payment Term ;

Stock/
Proparty

Na,

Unit

S——
instrumentation and Software

L T Rt

S e—

Data generation

[ X AN
' Instrumentation

e

|
i
|
|
!
H
f

|

j[

i

r A~ :b-——-w ———-:—-—— ARy R —
f Sequencing run time

R

st i purae,

Description

i . e e

e e e .._.ml..“'ﬁ.}.‘v_‘é‘ﬁ‘lﬁtﬁc?.feihw_h S— -W“T -

Quantity Unit Cost

Amount

oy e s g

Number of reags perrun
* 22.25 milion feads per yun (2.2 clusters passing fifear) f

Description

L

Throvghput par run
IR IS Ghdaty per2 x 300 bp run

Sequerncing Hexibitity

v Set-up options include
Set-up aptions incluge
flow celt
Flow cell aptions {e.g. original, hiCre or nano flow celis) can be
used 1o safect image area utilization and thus select data
output levaly
Read-length is fulty adjustable from 36-300 base pairs
Overlapping 2 x 300 bp reads provides ability to generate 550
} . bpreadson ;he same fragment
MiSeq physicat specifications ™
{ *  Bench-top nstrument; W
|
|
[

singleread or paited-end rung
Imaging top, bottom, or bath suifaces of

e b i .
»

L]
-

e ety

XA H: 68,6 ¢ x 565 emx52.3¢cm
{272.0i0 % 22.2 tn x 20.6 in}
*  Weight: 54.5 kg {120 ibs}

tHumination
* Light~emittlng diode at 530 i, 660 nm
handiing

Reagent chiller compartiment has capacity for one reggerst
cartridge containing reagents for cluster Beneration, palred-engd
cheinistry, snd up o 600 cycles ofsequencing

Reagents arrive pre-mixed in an integrated, REID enabled,
reagant cartridge

( Reagent
|. -
, .
Flow cells
¢ MiSeqis asingle flow celf system

,! ¢  Eachflowcelliss substrate with a single channel that can be
! imaged on either the top, bottom, ar both surfaces as nesded
f

Flow celt loading

Flow cells gre aute-positioned and heid in place by
machanism

Flow cefls are keyed
arientation

L a clamping

such that there is only ene carrect

tnstrument control computer
tnstrument contrat camputer is integrated in the sequencer —
no additionat computar purchase is required

Cuad core CPU with 16 GB of RAM inclyged for instrument
cootrol, processing images, and performing alignment and
vartant calling

|
!
|

-

Sequencing runs can be comipleted in:
i v “dhoursforg i xze bp single-read sequencing run
t

& & % ¢

~89 hoursfor a2 x 250 bp paired-read sequencing run
* 85 hours fora 2 x 300 bp paired-read sequancing run
f *Times here include clistar generation, sequencing, ang baseca!ling

I

e S ——
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PURCHASE ORDER
INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE

onsite data storage and dedicated anzlysis computers,
BaseSpace also provides instant, web-based data management, |
archival, analysis, ang sharing capabilities

*  Hlumina Experiment Manager (IEM) offers 3 graphical user
interface to Input relevant sample information, check for
formatting and syntax errors prior to input into the system and

e /‘5 v define bioinformatics analysis options ,

*  Through BaseSpace, users can monitor their MiSeq run
remotely on the internet with a standard web browser

f | ¢ Muitiple, standardized data formats ensure compatibility with

e . ,_L downstream Janalysis and | visualization tools

Analysls software ! *  Real Time Analysis {RTA) provides real time, on-Instrument .

image processing and basecalling

1 *  MiSeq Reporter {M5R) provides on-instrument dats analysis,
including alignment ang variant calling

! | *  Somatic variant detection possible without tumor normal

i | pairing

* | Aitgnment and variant reporting occurs in as fittle as two hours ;

} after run completion when using MSR on-instrument ar in

|

!

|Supplier:  LIFELINE DIAGNOSTICS SUPPLIES, INC. P.Q. No. : GIAE-PO-2022-06-0641
1225 OUEzON AVE., BRGY, 5TA CRUZ, QUEZON cITY Date : JUNE 24, 2022
Address ;
TIN ; ' ~ |Mode of Procurement : pg
Gernitlemen:
Please furnish this Office the following articles subject to the terms and conditions contained herein:
Place of Delivery : Metrology Building Delivery Term : 90cp
Date of Delivery : Payment Term :
Stock/
Property | Unit Description Quantity Unit Cost Amount
No.
| Instrument control software f MiSeq Controf Software {MCS) offers a simple interface to configure, |
[ lausich, and monitor runs
f *  Easy-ta-use, intuitive j nterface of MCS requires little to no ’
| tralning needed to initiate a MiSeq run
*  MCS offers users the abllity to stream tha dats to BaseSpace®,
' 2 cloud computing environment, eliminating the need for
H

&

BaseSpace
*  Fully optimized analysis solutions within MSR are provided for:
Resequencing
TruSeq Custom Amplicon Assay
TruSeq Amplicon Cancer Panel
TruSeq Custom Enrichment
TruSeq Targeted RNA Expression
Nextera PCR amplicon
Nextera Mate-Pair
Nextera Rapid Capture Exome
Small genome de novo sequencing
Smaill RNA sequencing
165 metagenomics
Library quality control {aQ)
Transcriptome sequencing of smal genomes {<S Mb}
®  Built-in wab sarver presents easy-to-interprat reporis using
i compatitle web browsers for Mac, Linux, and Windows
! platforas
Alignment and varlant calling uses industry standard
BWA/GATK !
No bloinfarmaties skilts needed to generate SNP s and indels
Produces FASTQ, BAM, VCF, and txt formatted files for
maximum compatibility with 3% party downstream software

ac es
B . B pm kgg::—.:w& e

SRR e N
*  Sequenced ONA templates are copied to generate
complementary strands, enabling paired-end sequencing j

e ettt entrt e

OGOCDOOOOCOOO

*

*

+

e megee!

*  Forward DNA strands are selectively washed qut of the flow

. S 7__ W

6ofg

-




22, (et T

PURCHASE ORDER
INDUSTRIAL TECHNOLOGY DEVELOPMENT INSTITUTE

Appendix 61

Supplier :  LIFELINE DIAGNDSTICS SUPPLIES, (NC. P.0. No.: GIAE-PO-2022-06-0641
1225 QUEZON AVE., BRGY. STA CRUZ, QUEZON CITY Date:

Address :

TIN : Made of Procurement : PB

Gentlemen:

Please furnish this Office the following articles subject to the terms and conditions contained herein;

Place of Delivery : Metrology Building Delivery Term : 90CD
Date of Delivery : Payment Term :
Stock/
Property Unlt Description Quantity Unit Cost Amount
No.
Sample Preparation
L reature -y - - Description e
Sample preparation reguirements Genomic DNA Nextera XT sample libraries can be prepared in <90
niinutes by ohe full-time employee {FTE] with <15 minutes hands-on
time. Nextera XT sample prep Includes bath single and short-insert
{<550 bpj paired-end runs. Hardware for fragmenting or shearing
— . . i template DNA Js not renyired. —
Samiple preparation kits ; Proprletary Nextera and Nextera XT sample preparation kits provide
sequencing’s fastest, easiest, and lowest input sample prep.
Ready-to-use kits are avaitable to prepare samples for:
*  DNAsequencing (single-end, paired-end, or mate-pair read}
*  RNA sequencing {human exome, cancer panel, custom)
*  ChiP-sequencing
*  Sample multipiexing
@ Up ta 96 indices with both TruSeq HT and LT DNA
Sample Preparation Kits
& For highly multiplexed amplicon sequenting — up to
- o o . 1,536 targets =S o . A
Araplification
[ Featuee ™
: Amplification method ’ *  Sofid-phase isothermal amplification to produce clonal single-
! molecule array clustersis completely automated, fequiring ao |
user intervention |
| ®  Noneed for emulsion PCR or additions! equipment —
?____ — - amplification is performed directly on thelnstrument |
Amplification sample throughput *  Genomic ONA sample library can be prepared in <80 minutes |
by one full-time employes {FTE} for both single and short-insert

I

f

{<550 bp) patred end runs with Nextera XT sample prep kit
¢ Nexters sample prep enables simultaneocs preparation of 96
samples in tess than six hours |

e s e et e T o
Amplification time 1 *  Asingle operator can amplify up to 96 samples or more on a

single channel fiow cell In one hour using a single MiSeq |
fnstrument
I *  Amplification is fully automated, using an integrated reagent

cartridge with pre-mixed and pre-filled feagents :

i
i

T,

Cluster ge;\-eration

informatics

Aut_;z;ﬁ‘lémc;iﬁformﬂa’tifs a-e—livrf:r:.
biologist-friendly data analysis

md:;tw?i;ﬁ dard fite formats

¥

|
|

millions of single molecule DNA templates, producing clusters
containing approximately 500-1,000 identical coples of each
original DNA sequence .

I ¢ Automated simuitaneous clonal amplification of hundreds of

_ ) i et e e
-3 Bescrinlion

— - i i e
s Graphical user interface (ne command-line interface)

*  No bicinformatics skills needed ta generate blologically- I

refevant data

® Simple, easy-to-read reports automatically delivered

¢ Eesily import MiSeq output files to your favorite third party
software for downstream analysis

»  Offline data analysis is available via standalone MiSeq Reporter
software

*  Reports viewable in Windows, Mac, Linux environment

= No separate computer hardwara needed

*  Automated data analysis using BWA/GATK or aptional

—..Eland/Starting for aliznment and variaotealin:

*  MiSeq outputs standard file formats that are compatibie with
muost third party software

o FASTQ i
e BAM J
S VCF

w0 Text{esy, vy
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Appendix 61

Piease furnish this Office the following articles subject to the terms and conditions contained herein:

Supplier: LIFELINE DIAGNOSTICS SUPPLIES, INC. P.0O. No. - GIAE-PO-2022-06-0641
1225 QUEZON AVE., BRGY. STA CRUZ, QUEZON CITY Date : JUNE 24, 2022

Address :

TiN ; Mode of Procurement : P8

Gentlemen: '

Place of Defivery :

Metrology Building

Delivery Term : 90CD

*:

Seamiess integration with B aseSpace,

MiSen comes with BazeSpace Integration

Remately manitor your MiSeq run on the internet in real-time
via BaseSpace

Minimal bicinformatics expertise needed to perform
sophisticated blolnformatics analysis

No upfroat computer hardware/infrastructure investment
High availabitity and uptime surpassing many institutiona!
service level agreements

MiSeq run data can be kept locally as well as streamed directly
to BaseSpace

Data upload to cloud is completed at end of run, elimination
time-consuming manuaj data transfers

Automatic data analysis (mapping, alignmenz, variant calling}
happens in BaseSpace

Scalable data storage and archiving; virtually limitless storage
space available

Secured AES-256 encrypred data streaming and storage in
BaseSpace

EU Safe Harbor certified to facilitated data sharing with EU
coliaborators

Date of Delivery : Payment Term :
Stock/
Property | Unit Description Quantity Unit Cost Amount
No, 2 . - —

Actess to BoseSpace Apps featuring biolformatics appiications _

developed by the academic and commercial community

| Mumina’s cloud camputing platform -
[ )
i
|
|
L
»
|
-
L ]
f "
} .
o o
Easily share NGS data with .
! cellaborators anywhere, anytime

-
{—?ﬁv{ s "/? s *
Local Run Manager Software
®  an integrated solution designed to:
o Create sequencing runs
o Monitor run status
o Analyze sequencing data, and
o View results

S

o  RNA Fusion Analysis Mcdule

o 0 0

Inclusions of Cat. N, 5Y-410-1003
1. MiSeq instrument
2. MiSeq Accessaries
3. Power Cord

Other Inclusions:
L. Mlumina Reagents for Systemn Validation

e o e s

*  Compatible with an off-instrument version
¢ Works with the following analysis software modules:

< DNA Enrichment Analysis Module
RNA Amplicon Anaiysis Module
Generate FASTQ Analysis Module
DNA Amplicon Analysis Module

Works with consumer-irade internet bandwidth {~1.5 Mbos)
With data in BaseSpace, users can instantly share their NGS
data as soon as it is generated - no manual and time-
consuming transfer of large data sats hetween collaborators
Instantly share data with your coltaborator across the hall or
across the slobe with a  few clicks

A et o s

= QOne (1) kit PhiX Control v3, Catalog No. FC-110-3001
- One (1) kit Miseq Reagent Kit v3 (600 cycies), Catalog No. MS-102-3003

! i
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Appendix 6
PURCHASE ORDER

INDUSTRIAL TECHNGCLOGY DEVELOPMENT INSTITUTE
LIFELINE DIAGNOSTICS SUPPLIES, INC,

L —— PO : S 2 —
1225 QUEZON AVE., BRGY. STA CRUIZ, QUEZON CiTY Date JUNE 24, 2022
=45 AOEEON AVE, BRSY.STA Gz, QUEEGN Gry

Mode of Procurement : pg
Gentlemen:

Please furnish this Office the following articles subject to the terms and conditions contained herein:

Place of Delivery : Metralogy Building

N S
Celivery Term : 20CD
f Deliver, : J / :
|Date of De er, Pavment Term
2. illumina Reagents for Training Purposes

Qne (1) kit lumina® DNA Prep,

{M) Tagmentation {96 samples, {PB}, Catalog No, 20060059
~  One (1} kit Nexterg™ DNA CD indexes {96 indexes, 06 sampiles), Catalog No. 20018708 i
- Two {2) kits MiSeq Reagent Kir vz {600 cycles), Catalog No, Ms$-102-3003
- Ore (1) kit Phix Controt v3, Catalog No., FC-110-3001
3. Other Reagents

= Ona(1)kit Humina® pNa Prep,

- One (1) kit llumina® DNA Prep,

(M) Tagmentation (36 sam
~ One (1) kit Nexterg™ DNA CD indexes {24 indexes, 24 sam

. One (1)_]<it Nextera™ DNA cp indexes (96 indexes, 96 sam

{M) Tagmentation {24 sam

ples, (PB), Catalog No. 20060060
ples, 1P}, Catalog No. 20060059
ples), Catalog No. 20018707
ples), Catatog No. 20018708

-

Two (2) kits MiSeq Reagent Kit v2 (500 cycles), Ca alog No. M5-102-2003
Two {2) kits Phix Controf vs, Catalog No. FC-1 10-3001
Three (3] years BaseSpace Sequence Hub Professional Annyal Subscription
One (1} ilfumina Analytics Starter Pack - 1,000 iCredits
Annual Preventive Maintenance per warranty year
One (1} unit of Uninterruptiple Power Supply, 2kvA
/{One {1) unit of Automatic Voitage Regulator, 2lva
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_/ p- )/,ﬁ,g 2 Less: VAT 625,000,00
END USER: [N IOHN L cAsTRO

EWT 125,000.00

_750,000.00

13,250,000.00

{Total Amount in Words) Thirtesn miition, twa hundred fifty thausang Pesos anly,

Jundefivered itemy/s,

s .
Conforme: Very truly yours,

N ‘rjlf. b“‘il ate L
—Rojona P. Ignacio ___ ANNABELLE V. BRIONES, MO
Signature aver prj teﬂ géﬁe of Supplier Signature over Printed Name of Authorized Official
14 July
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Director
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) Development*
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oy Date of the ORs/BURS; _ . A(). 22
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"A.‘-_&E% i 1'1
.. L PATRICIA BSHLEY BY:MENDOZA

— Fof Aseamr e [Amount: Y 000 00D, A0
Signature over Printed Name of Chigf Accountant/Head of Accounting Division/Unit
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